
Structure of database. 

The gene homepage gives the possibility of 
switching and selecting one of the six 
genes. It gives general information about 
the gene included in the database: gene 
name, chromosomal location, number of 
sequence variants, searching possibilities 
among the variants. The homepage 
provides links to other resources such as 
OMIM, HGMD and Gene Tests.

By clicking on ‘Unique sequence 
variants’, you can get the listing of 
the sequence variants: DNA change, 
protein change described by 
standard nomenclature, exon, 
mutation type, heterozygosity and 
frequency.

By clicking on each variant, a new 
window opens with a full table of variant 
information and patient information, 
phenotype, and frequency data as well 
as the reference link to the original 
NCBI abstract. 

Link to PD mutation database: 
http://grenada.lumc.nl/LOVD2/TPI/


